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Some Thoughts and Perspectives on the 2022 Nobel Prize in Physiology or Medicine

Shuhua Xu”

Center for Evolutionary Biology s Fudan University s Shanghai 200438

Abstract  On October 3, 2022, the Nobel Prize in Physiology or Medicine was awarded to Swedish scientist
Svante Paidbo for his contributions “to the study of the extinct human genome and human evolution”. The
announcement of this year’s Physiology or Medicine Award immediately attracted widespread attention
from the media and the public, and aroused heated discussions and even intensive debates. In particular,
there have been many discussions about what and why Paabo won the award, and perhaps this topic will be
discussed again many years later. 1 do not intend to judge those discussions, and even avoid analyzing the
rights and wrongs of various viewpoints. As a human population geneticist and a university teacher, I
would rather attempt to understand Paibo’s contributions and their significance in science. Further, I am

pleased to take this opportunity to share my thoughts and perspectives on innovation in scientific research.

Keywords ancient DNA; human evolution; technology innovation; scientific discovery; disruptive

innovation; original innovation; historical attribution; survivorship bias; curve overtaking
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